
Title: Programming for Bioinformatics  [1-0-4-6] 

Content : 
Any one of these programming languages (C, C++, or Python) and a few modules of using R 
for data analysis. 
C/C++: Introductory concepts ; Variable types, declarations, scalars, arrays, etc. Operators 
(assignment, etc.), Control structures and conditional statements; loops (do, while, until, 
etc.), subroutines. Illustrative problem solving with applications in Bioinformatics. Object 
oriented programming (for C++). 
Python: Variables: types and re-declaration; operators - math, Boolean, logical, etc.; strings 
- escape sequences, concatenation, comparison, etc.; conditional statements; loops; lists 
and dictionaries, tuples, set operations, Pandas for handling large datasets; File operations: 
reading, writing; learning to write clean code using multiple modules, i.e. functions, Coding 
in Google Colab or Jupyter preferably; Parsing outputs of BLAST (and HMMs) using 
Biopython. 
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